. Related to Fig. 1 (A) Spot tests of 10x serial dilutions of WT, Mex67-AA and Nab2-AA cells plated and grown at 30°C without or with rapamycin as indicated.
(B) RT-qPCR analysis of selected RNAs, color-coded to the right of the graph, from wild-type (WT), Mex67-AA and Nab2-AA cells subjected to the indicated periods of rapamycin treatments at 30°C. RNAs that were rapidly or more slowly down-regulated in Mex67p-depleted cells are colored red and blue, respectively. Shown values were normalized to levels of U4 RNA. SCR1 RNA was used as a non-adenylated control. Error bars indicate standard deviations from three PCR technical replicates. The result is representative of additional biological repeats.
(C) Rapamycin-dependent changes of mRNA, SUT and XUT levels as depicted in Figure 1C , but for total RNA samples. Observed transcript changes were more modest than previously reported (Schmid et al. 2015) . This is likely due to a prolonged doubling time of cells grown here in minimal media lacking uracil (to increase 4tU uptake) relative to rich media used in the previous study and in Fig. S1B . See also Table S1 .
(D) Spearman correlation coefficient matrix comparing mRNA log2FC of 15/0 min rapamycin treatment in Mex67-and Nab2-AA cells as in Fig. 1C and S1C against various estimates of decay rates. These were derived from the following published data: rpb1-1 chase experiments using total RNA (Presnyak et al., 2015) , 4tU-based methods -Dynamic Transcriptome Analysis (DTA; Miller et al., 2011) and comparative DTA (cDTA; Sun et al. 2012) . DRs estimated by comparing 4tU to total RNA, using established methods (Miller et al., 2011 ; Sun et al. 2012) , from the data presented herein are included for comparison. (I) RT-qPCR analysis of selected RNAs from WT, Mex67-AA and Nab2-AA cells subjected to the indicated periods of rapamycin treatments at 30°C. PCR amplicons spanned the regions around or past the pA sites of three mRNAs (green series), the mid regions of four CUTs (orange series) and the 5'end of the NRD1 RNA (red bar; note a similar result was obtained using a 3'end amplicon (data not shown)) as indicated to the right of the image. Error bars indicate standard deviations from three PCR technical replicates. The result is representative of additional biological repeats. (J) Scatter plot showing the relationship between the strength of the transcription termination defect (y-axis), defined as in Fig. S2H as the mean log 2 FC in the region 250bp downstream the TES, and the decrease in RNA pA+ 3'ends (x-axis) as mean log 2 FC in the region +/-50bp around the TES. Log 2 FC values were derived from the 2 min 4tU labeled fractions of Mex67-AA and Nab2-AA cells treated for 15 relative to 0 min rapamycin. Figure S3 . Related to Fig. 3. (A) Spot tests of 10x serial dilutions of WT, Mex67-, Nab2-, Mtr2-Yra1-, Npl3-and Dbp5-AA cells plated and grown at 30°C without or with rapamycin as indicated.
(B) Sub-cellular localization of GFP-tagged Npl3-AA protein at 0, 15 and 30 min after rapamycin addition. Images were adjusted and stained with DAPI as in Fig. 1A .
(C) FISH analysis of pA+ RNA, as in Fig. 1A , on WT, mlp1Δ, mlp2Δ, nup60Δ, nup116Δ, nup133Δ, rat7 -1 and mex67-5i cells subjected to 12 min of incubation at 38°C before fixation. Note that nup60Δ is in the BY background as opposed to the remaining strains, which are W303. FISH images were adjusted and DAPI stained as in Fig. 1A . Figure S4 Figure S4 . Related to Fig. 4.  (A) Immuno-localization of Nab2p without or 15 min after rapamycin treatment of WT, Mex67-AA and Nab2-AA cells as indicated. Images were adjusted and stained with DAPI as in Fig. 1A. (B) ChIP of Nab2p at the indicated genic regions in Mex67-AA cells treated for 0 or 15 min with rapamycin. Values were corrected for mock IPs (no antibody) and are displayed relative to control values and normalized to Rpb3 ChIP signal. The Rpb3p levels are shown in Fig. 2D . Values and error bars shown are mean Nab2p/Rpb3 ratios and standard deviations from three replicate IPs. (C) Immuno-localization of Nab2p in Nab2-, Mex67-and Nab2-/Mex67-AA cells treated with rapamycin for 15 min. Images were adjusted and stained with DAPI as in Fig. 1A . 
